Related literature
For the uses of organic pyridinium salts, see: Damiano et al. (2007) . For zwitterionic forms of N-arylbenzenesulfonamides, see: Li et al. (2007) ; Yu & Li (2007) . For reference geometric data, see: Allen et al. (1987) .
Experimental
Crystal data 
Data collection: CrystalClear (Rigaku/MSC, 2005 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HG2431). = 1.365 (3) Å] indicate the slight conjugation of the sulfonamide N with the pyridinium ring (Allen et al., 1987) .
The dihedral angles between the benzene ring and the pyridinium ring are 109.7 (1)° and 110.7 (1)° respectively. And the dihedral angles between the nitro group and the benzene ring are 116.1 (2)° and 116.7 (1)° respectively. The crystal structure is stabilized by N-H···O hydrogen bonds.
A solution of 2-nitrobenzenesulfonyl chloride (2.2 g, 10 mmol) in CH 2 Cl 2 (10 ml) was added dropwise to a suspension of 4-aminopyridine (0.9 g, 10 mmol) in CH 2 Cl 2 (10 ml) at room temperature with stirring. The reaction mixture was stirred overnight. The yellow solid obtained was washed with warm water to obtain the title compound in a yield of 55.7%. A colorless single crystal suitable for X-ray analysis was obtained by slow evaporation of an NaOH (10%) solution at room temperature over a period of a week.
Refinement
The N-bound H atoms were located in a difference map and their coordinates were refined with U iso (H) = 1.2U eq (N). The C-bound H atoms were positioned geometrically (C-H = 0.93 Å) and refined as riding with U iso (H) = 1.2U eq (C). The Flack test results are ambiguous because of the presence of merohedral twin. The water O-bound H atoms were refined freely, but the O-H distances were restrained to 0.85 (1) Å, and the water HA···HB distance to 1.45 (1) Å. Figures   Fig. 1 . View of the molecule of title compound showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 35% probability level (arbitrary spheres for the H atoms). Least-squares matrix: full H atoms treated by a mixture of independent and constrained refinement Symmetry codes: (i) −x+2, y−1/2, −z+1; (ii) x−1, y, z; (iii) −x+2, y+1/2, −z+1; (iv) −x+1, y+1/2, −z+1.
